
 

 

 

 

 

Neurotransmitter GABA activates muscle but not 7 nicotinic receptors 
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Supplemental Table 1. Single-channel properties of muscle nAChR activated at a 

range of GABA concentration. 

 

nAChR [GABA] 

μM 

Open 1 (ms) 

(relative area) 

Open 2 (ms) 

(relative area) 

 

 

 

 

Muscle 

Wild-

Type 

1 0.76 ± 0.12 

(0.31 ± 0.04) 

0.10 ± 0.03 

(0.69 ± 0.04) 

50 0.93 ± 0.25 

(0.34 ± 0.10) 

0.12 ± 0.09 

(0.66 ± 0.10) 

100 1.04 ± 0.30 

(0.34 ± 0.23) 

0.12 ± 0.04 

(0.66 ± 0.23) 

500 0.79 ± 0.10 

(0.12 ± 0.08) 

0.09 ± 0.01 

(0.88 ± 0.08) 

1000 1.07 ± 0.18 

(0.17 ± 0.12) 

0.08 ± 0.03 

(0.83 ± 0.13) 

10000 1.17± 0.28 

(0.08 ± 0.10) 

0.11 ± 0.03 

(0.92 ± 0.10) 

 

Single-channel recordings were performed from cells expressing muscle wild-type 

nAChRs. Open duration components were obtained from the open time histograms. 

Data are shown as mean ± SD for at least 3 recordings for each condition. 

 



Supplemental  Figure 1 

 

Ligplot diagrams illustrating protein-ligand interactions during docking. Ligand is shown 

in violet and the corresponding ligand and amino acid atoms are colored as follows: 

black for C, red for O and blue for N. Hydrogen bonds are shown as green-dashed 

lines and the residues involved in hydrophobic interactions are shown as red arcs. 

Hydrogen bonding and hydrophobic interactions were illustrated using LigPlot+ v.1.4.5 

(Laskowski and Swindells, 2011). 
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