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Supplemental Table 1. Primers used for the mutations of pHCI-1 variants 1 and 9.

Primer name

Sequence (5-3")

BmpHCI_1_R233K_F

BmpHCI_1_R233K_R

BmpHCI_1_S243A_F

BmpHCI_1_S243A_R

BmpHCI_1_V275S_F

BmpHCI_1_V275S_R

BmpHCI_9 K233R_F

BmpHCI_9 K233R_R

BmpHCI_9_A243S_F

BmpHCI_9_A243S_R

BmpHCI|_9_S275V_F

BmpHCI_9_S275V_R

GTTGCCTCAAGGTGGATCTAATCTTCACAAGA

TAGATCCACCTTGAGGCAACTGTAATTACCTCT

GAGATAGAGCTTTTTACTTCACCACAGTATTCATA

AAGTAAAAAGCTCTATCTCTTGTGAAGATTAGATC

CTGCTAGATCTATGATAGGTGTAACAACAATGTTG

CCTATCATAGATCTAGCAGGCACAGCATTCCATTC

AGCTGTCTAAGAGTTGACTTAATCTTTACTAGAGA

AAGTCAACTCTTAGACAGCTGTAGTTACCTCTCCA

AGAGACCGATCTTTCTACTTTACTACAGTATTTAT

AAAGTAGAAAGATCGGTCTCTAGTAAAGATTAAGT

GCCCGTGTGATGATAGGTGTAACAACAATG

TGGCACCGCGTTCCATTCCAGCC




Supplemental Table 2. Accession numbers of variants of Bombyx pHCI-1 gene

transcripts

MOL #109199

Variant name

Accession number

Bm pHCI1 variant 1

Bm pHCI1 variant 2

Bm pHCI1 variant 3

Bm pHCI1 variant 4

Bm pHCI1 variant 5

Bm pHCI1 variant 6

Bm pHCI1 variant 7

Bm pHCI1 variant 8

Bm pHCI1 variant 9

Bm pHCI1 variant 10
Bm pHCI1 variant 11
Bm pHCI1 variant 12
Bm pHCI1 variant 13
Bm pHCI1 variant 14
Bm pHCI1 variant 15
Bm pHCI1 variant 16
Bm pHCI1 variant 17
Bm pHCI1 variant 18
Bm pHCI1 variant 19
Bm pHCI1 variant 20
Bm pHCI1 variant 21
Bm pHCI1 variant 22
Bm pHCI1 variant 23
Bm pHCI1 variant 24
Bm pHCI1 variant 25
Bm pHCI1 variant 26
Bm pHCI1 variant 27
Bm pHCI1 variant 28
Bm pHCI1 variant 29
Bm pHCI1 variant 30
Bm pHCI1 variant 31
Bm pHCI1 variant 32
Bm pHCI1 variant 33

LC259029
LC259030
LC259031
LC259032
LC259033
LC259034
LC259035
LC259036
LC259037
LC259038
LC259039
LC259040
LC259041
LC259042
LC259043
LC259044
LC259045
LC259046
LC259047
LC259048
LC259049
LC259050
LC259051
LC259052
LC259053
LC259054
LC259055
LC259056
LC259057
LC259058
LC259059
LC259060
LC259061



Bm pHCI1 variant 34
Bm pHCI1 variant 35
Bm pHCI1 variant 36
Bm pHCI1 variant 37
Bm pHCI1 variant 38
Bm pHCI1 variant 39
Bm pHCI1 variant 40
Bm pHCI1 variant 41
Bm pHCI1 variant 42
Bm pHCI1 variant 43
Bm pHCI1 variant 44
Bm pHCI1 variant 45
Bm pHCI1 variant 46
Bm pHCI1 variant 47
Bm pHCI1 variant 48
Bm pHCI1 variant 49
Bm pHCI1 variant 50
Bm pHCI1 variant 51
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LC259062
LC259063
LC259064
LC259065
LC259066
LC259067
LC259068
LC259069
LC259070
LC259071
LC259072
LC259073
LC259074
LC259075
LC259076
LC259077
LC259078
LC259078




Supplemental Table 3. Variants of Bombyx pHCI-1 with incomplete
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due to generation of an in-frame stop codon in their MRNAs

structures

Variant
numbers

Amino acid sequences

Detection
(%)

52

MGWSCVVTRAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRAEGNSLYEEDEELTCNLCQRRFEEQAV

0.67

53

MVVMRRGTRRGLYPHARQNISFYVRHLCRGKVGQRDFGQSS

1.3

54

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTSSFITFWL
EWNAVPARSMIGVTTMLNFFYNI

0.67

55

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRGVTTMLNFFYNI

0.67

56

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYAWKNDEDTLRKSPSLTTLNAYLIQNQTIPCPI
KASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFWL
EWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQE
AMAFLQWVKSETPQPACSGEVSDVTATSRKHFALHFHPFEMIS

1.3

57

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFHSMTHCVH

1.3
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LP

58

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTSSFITFWL
EWNAVPARSMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQP
K

1.3

59

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRAEGNSLYEEDEELTCNLCQRRFEEQGNYS
CLKVDLIFTRDRAFYFTTVFIPGIILVTSSFITFWLEWNAVPARSM
IGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVWDGVCMCFIYAS
LLEFVCVNYVGRKRPLHNVVYRPGENPVTQPGDKKRLLT

0.67

60

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYAWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTS
SFITFWLEWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLT
AMNVWDGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGE
NPVTQEAMAFLQWVKSETPQPACSGEVSDVTATSRKHFALHF
HPFMIS

0.67

61

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRAEGNSLYEEDEELTCNLCQRRFEEQGNYS
CLKVDLIFTRDRAFYFTTVFIPGIILVTSSFITFWLEWNAVPARSM

0.67
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IGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVWDGVCMCFIYAS
LLEFVCVNYVGRKRPLHNVVYRPGENPVTQRLPAVLSRIGIILA
SPLPKRESTGAADLVSCTACTGPPAPVRTPPIMAVYPSHVSSR
FAKKNPRIRSEWRRLLT

62

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRAEGNSLYEEDEELTCNLCQRRFEEQGVTT
MLNFFTTSNGFRSTLPVVSNLTAMNVWDGVCMCFIYASLLEFV
CVNYVGRKRPLHNVVYRPGENPVTQPGDKKRLLT

0.67

63

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDDPEFCCGLTSPNDSLAQNRVGFSSLRPRSH
NRGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQQWYDPRLRY
SNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKDPIIPMHFALRIY
RNGTINYLMRRHLILSCQGRLNIFPFDDPLCSFALESISYEQSAI
TYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCPIKASWRAEGN
SLYEEDEELTCNLCQRRFEEQGVTTMLNFFTTSNGFRSTLPVV
SNLTAMNVWDGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYR
PGENPVTQPGDKKRLLT

0.67

64

MGW SCVVARAVAFILMLGKISAFTSDIFAAGKSDKEIWTIFLKIP
ATTKDCSHQLMVFSQ

13

65

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDDPEFCCGLTSPNDSLAQNRVGFSSLRPRSH
NRGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQQWYDPRLRY
SNQSHYDYLNAIHHHAWRF

0.67

66

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTS
SFITFWLEWNAVPARSMIGVTTMLNFFTTSNGFRSTLPVVSNLT
AMNVWDGVCMCFIYASQKRTPASDPSGEDY

4.0

67

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN

0.67
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TRYDKRLLPPVDDPEFCCGLTSPNDSLAQNRVGFSSLRPRSH
NRGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQQWYDPRLRY
SNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKEYSEHSRDPIIP
MHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSFALE
SISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCPIKA
SWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTSSFITFWLEW
NAVPARSMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVWDG
VCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQPGD
KKRLLT

68

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHAWRF

4.0

69

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDDPEFCCGLTSPNDSLAQNRVGFSSLRPRSH
NRGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQQWYDPRLRY
SNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKDPIIPMHFALRIY
RNGTINYLMRRHLILSCQGRLNIFPFDDPLCSFALESISYEQSAI
TYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCPIKASWRGNYS
CLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFLAGMECCAC

1.3

70

MGWSCVVARAVAFILMLGKISAFTSDILGCGD

0.67

71

MGW SCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCRGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTS
SFITFWLEWNAVPARSMIGVTTMLNFFTTSNGFRSTLPVVSNLT
AMNVWDGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGE
NPVTQRLPAVLSRIGIILASPLPKRESTGAADLVSCTACTGPPRL
LYAHRQ

0.67

72

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFYFN
NNGTTLG

0.67

73

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE

2.0
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YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTS
SFITFWLEWNAVPARSMIGVTTMLNFFYNI

74

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYAWKNDEDTLRKSPSLTTLNAYLIQNQTIPCPI
KASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFWL
EWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQE
AMAFLQWVKSETPQPACSGEVSDVTATSRKHFALHFHPFIIS

0.67

75

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLKVDLIFTRDRAFYFTTVFIPGIILVTS
SFITFWLEWNAVPARSMIGVTTMLNFFTTSNGFRSTLPVVSNLT
AMNVWDGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGE
NPVTQRLPAVLSRIGIILASPLPKRESTGAADLVSCTACTGPPAP
VRTPPIMAVYPRFAKKNPRIRSEWRRLLT

1.3

76

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRAEGNSLYEEDEELTCNLCQRRFEEQGNYSCLKVDLIF
TRDRAFYFTTVFIPGIILVTSSFITFWLEWNAVPARSMIGVTTML
NFFYNI

0.67

s

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP

1.3
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IKASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFWL
EWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQP
GDKKRESTGAADLVSCTACTGPPGSCTHTANNGGVSEPCFVQ
VRKKRTPASDPSGEDY

78

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKE
YSEHSRDPIIPMHFALRIYRNCTINYLMRRHLILSCQGRLNIFPF
DDPLCSFALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQ
NQTIPCPIKASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTS
SFITFWLEWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLT
AMNVWDGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGE
NPVTQPKRESTGAADLVSCTACTGPPAPVRTPPIMAVYPSHVS
SRFAKKNPRIRSEWRRLLT

0.67

79

MGWSCVVARAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFWL
EWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQR
LPAVLSRIGIILASPLEAMAFLQWVKSETPQPACSGEVSDVTAT
SRKHFALHFHPEMIS

0.67

80

MGWSCVVVRAVAFILMLGKISAFTSDIFAAGKSDKEILDNLLKN
TRYDKRLLPPVDGVLTVNVSVLLLSLASPDESSLKYEVEFLLQQ
QWYDPRLRYSNQSHYDYLNAIHHHEDIWLPDTYFIMHGDFKD
PIIPMHFALRIYRNGTINYLMRRHLILSCQGRLNIFPFDDPLCSF
ALESISYEQSAITYVWKNDEDTLRKSPSLTTLNAYLIQNQTIPCP
IKASWRGNYSCLRVDLIFTRDRSFYFTTVFIPGIILVTSSFITFWL
EWNAVPARVMIGVTTMLNFFTTSNGFRSTLPVVSNLTAMNVW
DGVCMCFIYASLLEFVCVNYVGRKRPLHNVVYRPGENPVTQE
AMAFLQWVKSETPQPACSGEVSDVTATSRKHFALHFHPFEMIS

0.67
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A Mutation from Variant 1 to Variant 9, Ivermectin 10 yM, pH 5.5
G350P;delta
Control R233K S243A V275S D351-K352

N N

Mutation from Variant 9 to Variant 1, Ivermectin 10 pM, pH 5.5

P350G;insert
Control K233R A243S S275V D351-K352
30s
400 nA
B Mutation from Variant 1 to Variant 9 Mutation from Variant 9 to Variant 1
Ivermectin 10 uM, pH 5.5 Ivermectin 10 pM, pH 5.5
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Supplemental Figure 1. Effects of mutations of variants 1 and 9 of Bombyx
pHCI-1 on the response to 10 uM ivermectin at pH 5.5. (A) Responses of
oocytes expressing the wild-type and mutant variants 1 and 9 of Bombyx pHCI-1
to 10 uM ivermectin. Horizontal lines indicate the application of 10 yM ivermectin
at pH 5.5. (B) Comparison of peak current amplitude of the response to 10 uM
ivermectin in oocytes expressing the variant 1, variant 9 and their mutants at pH
5.5. Each bar graph represents mean + S.D. (n =5).



